
Figure S17.1 Both species Split reads in one species, trio assembly in both
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Figure S17.2 Both species Split reads in one species, trio assembly in both

Chromosome 4 Position (bp)8 022 104 8 039 5788 026 473 8 035 209

8 737 bp

Tr
io

In
ve

rt
ed   scaffold−5998

  scaffold−152

  scaffold−9994

  scaffold−7430

Tr
io

S
pa

nn
in

g
Tr

io
E

dg
es

P
B

H
on

ey
C

an
di

da
te

s

  3

  5

  3

  5

gene
rRNA
tRNA
mRNA
exon
CDS

G
en

om
e

Hmel2  
Hmel204021.3

Hmel1  
HE672022

H. cydno
females males

H. melpomene
females males

7 982 793 8 026 473 8 035 209 8 078 889

● ● ● ●
● ●

● ● ● ● ●
dXY

● ● ● ●
●

● ● ● ●
● ●

FST

●
●

●

●

●
● ● ●

●
●

●

fd

0 

0.5 

1 

0 

0.5 

 0

 0.05

 0.1

 0

 0.05

5 547 1 546 3 955 4 732 7 175 3 307 3 280 4 806 5 329 3 720 3 375 Sites

39.118 cM  

43.098 cM  



Figure S17.3 Both species Split reads in one species, trio assembly in both
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Figure S17.4 Both species Split reads in one species, trio assembly in both

Chromosome 17 Position (bp)9 021 720 9 033 0199 024 545 9 030 194
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Figure S17.5 Both species Split reads in one species, trio assembly in both

Chromosome 2 Position (bp)1 396 496 1 403 6521 398 285 1 401 863

3 579 bp
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Figure S17.6 Both species Split reads in one species, trio assembly in both

Chromosome 9 Position (bp)5 493 478 5 498 2905 494 681 5 497 087

2 407 bp
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